H22BwN202, has been determined. The two phenylamide groups have a Z configuration [the torsion angles 0-C-N-C are -2.3 (5) and -3.0 (5) 0 ]. As a result both 'active' protons of these groups are almost completely shielded by other H atoms of the neighbouring carborane nucleus and phenyl substituents, and, therefore, no hydrogen-bonding contacts are found.
Comment
It is widely known that the specific properties of polyamides depend strongly on the presence of interchain hydrogen-bonding interactions. The hydrogenbonding parameters may often be predicted on the basis of the crystal structures of low molecular weight analogues of these polymers. Such studies have been carried out, in particular, for low molecular weight models of the elementary units of aliphatic (Ruede & Fayos, 1982) and aromatic (Brisson & Brisse, 1985 , 1986 nylons.
The title compound (I) was synthesized as a model of the elementary unit of poly(4,4' -diphenylene-1 ,7-carboranyl dicarbamide), [-OCCBwHwCCOHNC 6 H 4 -C6H4NH-ln· It has been shown by IR specroscopy that the title compound (I) has two polymorphs (Leites, Kats, Bukalov & Komarova, 1991 ) . By using a slow crystallization method the stable 'non hydrogen-bonded' modification (Ia) is formed, whereas fast crysta11ization leads to a metastable 'hydrogen-bonded' form (lb) in which N-H · · ·0 bonds are present. The relative amount of each form obtained depends on the particular conditions used for precipitation. Unfortunately, we were only able to prepare suitable crystals of the (Ia) form for this study.
The molecule of (I) in form (Ia) is elongated in shape (Fig. I) . The geometrical parameters of this molecule are in good agreement with the standard values (Allen, Kennard, Watson, Brammer, Orpen & Taylor, 1987) .
Both chemically equivalent halves of the molecule have a similar conformation: the carbonyl groups are synoriented with respect to the B 1 and B2 atoms and the amide groups have a Z configuration and are essentially planar. The terminal phenyl groups are rotated out of the planes of the adjacent amide groups [the corresponding dihedral angles are 46.9 (7) 0 for the Cll-C16 phenyl group and 26.2 (4) 0 for the C21-C26 phenyl group]. In this conformation both of the amide H atoms happen to be almost completely shielded by other H atoms of the neighbouring carborane nucleus and phenyl groups (Fig. 2) . Evidently, this is the main reason for the absence of hydrogen bonds in the structure of (Ia). In the case of the E configuration of the amide groups, the H atoms of these groups would be exo-oriented and therefore more accessible to a hydrogen-bond acceptor. However, such a configuration would be much more strained due to the steric repulsion between the synoriented carborane nucleus and phenyl groups. These steric hindrances may be the cause of the metastability of the 'hydrogen-bonded' form (lb), assuming that the structure of the latter is indeed built up from molecules of (I) in theE configuration.
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